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1  |  INTRODUC TION

Anthropogenic environmental change and associated stressors are 
rapidly transforming environments and pose a major threat to species 
and ecosystems (Halsch et al., 2021). These changes are predicted to 
be a primary cause of biodiversity loss, with an abrupt disruption 
of ecological assemblages expected within the next decades (Trisos 

et al.,  2020). Mitigating biodiversity loss necessitates an interdis-
ciplinary and coordinated approach across multiple temporal and 
spatial scales that stretches from genes to ecosystems (Bonebrake 
et al., 2018). Indigenous-managed land represents over a quarter of 
the world's land surface (Garnett et al., 2018) and hosts high levels 
of biodiversity (Schuster et al., 2019), thus opening opportunities for 
the development and implementation of mitigation strategies that 
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Abstract
The unprecedented loss of global biodiversity is linked to multiple anthropogenic 
stressors. New conservation technologies are urgently needed to mitigate this 
loss. The rights, knowledge and perspectives of Indigenous peoples in biodiversity 
conservation—including the development and application of new technologies—are 
increasingly recognised. Advances in germplasm cryopreservation and germ cell trans-
plantation (termed ‘broodstock surrogacy’) techniques offer exciting tools to preserve 
biodiversity, but their application has been underappreciated. Here, we use teleost 
fishes as an exemplar group to outline (1) the power of these techniques to preserve 
genome-wide genetic diversity, (2) the need to apply a conservation genomic lens 
when selecting individuals for germplasm cryobanking and broodstock surrogacy and 
(3) the value of considering the cultural significance of these genomic resources. We 
conclude by discussing the opportunities and challenges of these techniques for con-
serving biodiversity in threatened teleost fish and beyond.
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are led or co-led by Indigenous Peoples (Brondízio et al., 2021; Henri 
et al., 2021; Reid et al., 2021). For many Indigenous cultures, spe-
cies and ecosystems are inextricably linked (Ens et al., 2016; Gadgil 
et al., 1993; Goolmeer et al., 2022), and such perspectives enable 
more holistic approaches to species conservation (e.g. Collier-
Robinson et al., 2019; Rayne et al., 2022).

For the world's most imperilled species, there is growing inter-
est in (1) in vivo approaches to safeguard biodiversity (e.g. Bolton 
et al., 2022), (2) increasing the efficacy and efficiency of in situ ap-
proaches (Howell et al., 2021, 2022) and (3) approaches to reintro-
duce lost genetic diversity to the wild (Fritts, 2022). Each of these 
necessitates careful protocols and processes for the collection, stor-
age, documentation and use of material, especially when working 
with culturally significant species (Hudson et al., 2016, 2020, 2021). 
In mammals, gametes (sperm and eggs) and, in many cases, repro-
ductive tissues (testes and ovaries) as well as embryos can often be 
readily cryopreserved (Comizzoli, 2018; Holt & Comizzoli, 2022). In 
fish, however, the situation is more complicated as only sperm, but 
not eggs, can be successfully cryopreserved (Cabrita et al.,  2010; 
Diwan et al., 2020). Recently, significant advances in the cryopres-
ervation and downstream transplantation of undifferentiated germ 
cells in fish (termed ‘broodstock surrogacy’) have opened a new win-
dow to preserve biodiversity in this group; however, the uptake of 
these new technologies has been slow.

Although a number of studies have summarised the applica-
tions of cryopreservation and transplantation of spermatogonia in 
fish previously (e.g. Goto & Saito,  2019; Lacerda et al.,  2013; Ro-
bles et al., 2017; Yoshizaki & Lee, 2018; Yoshizaki & Yazawa, 2019), 
our perspective goes beyond these contributions by connecting 
technological advancements with practical applications for conser-
vation and by describing the valuable insights that come from the 
incorporation of genomic information to support sample selection 
processes and cultural perspectives in this work. Here, we show-
case these recent advancements and highlight their untapped po-
tential to help mitigate biodiversity loss using teleost fishes as an 
exemplar group. We do this by first outlining the methodological 
breakthroughs in cryopreservation and broodstock surrogacy tech-
nologies. Second, we discuss that an understanding of genome-wide 
genetic variation and its distribution across a species' range is nec-
essary to ensure representative sampling. Third, we use examples 
of threatened freshwater fish species in Aotearoa-New Zealand 
(NZ) to illustrate how cryopreservation and broodstock surrogacy 
technologies could enhance in situ and ex situ conservation efforts 
and how Indigenous perspectives can be embedded from research 
inception to implementation. The latter Indigenous perspectives 
are grounded in Ngāi Tahu (a Māori tribe of NZ) values, which is the 
NZ Indigenous authors' connected ancestry (MJW, JK and KR). We 
argue that the application of these technologies has been underap-
preciated and, consequently, underused globally to curb biodiversity 
loss. We further argue that future efforts should draw upon these 
technologies more often to preserve and enhance captive and wild 
natural diversity.

1.1  |  Emerging technologies for cryobanking and 
transplanting reproductive cells

Fish sperm can be successfully cryopreserved, and several species-
specific protocols have been developed to store sperm in the long 
term (Cabrita et al., 2010). Fish eggs differ and, due to their large 
size (>0.5 mm in diameter), large amounts of yolk and lipids are im-
possible to cryopreserve (Diwan et al., 2020). However, recent ad-
vancements in the cryopreservation of spermatogonia and oogonia, 
that is undifferentiated germ cells, have provided exciting opportu-
nities to cryobank both paternal and maternal genomes (Yoshizaki 
& Lee, 2018).

Success in the cryopreservation of immature testes and ovaries 
in rainbow trout (Oncorhynchus mykiss; Lee et al., 2013; Lee, Iwasaki, 
et al.,  2016; Lee, Katayama, et al.,  2016) demonstrated the possi-
bility of preserving undifferentiated germ cells semipermanently. 
The next discovery was the production of functional eggs and 
sperm from cryopreserved spermatogonia and oogonia, and this was 
achieved via the transplantation of ‘donor’ cells from one species 
into fertile recipients of another species (termed ‘surrogate brood-
stock’; Yoshizaki & Yazawa, 2019). To achieve this, testes and ovaries 
from donor fish were enzymatically dissociated and the result-
ing cell suspensions were then intraperitoneally transplanted into 
newly hatched larvae of the surrogate species (Okutsu et al., 2006; 
Yazawa et al., 2010; Yoshizaki et al., 2010; Figure 1). It was previ-
ously known that hatchlings have an undeveloped immune system 
and a low capacity for rejecting foreign substances (Manning, 1996). 
Accordingly, some of the transplanted germ cells migrated through 
amoebic movement to the immature gonads of the recipients, where 
cells were successfully incorporated (Yoshizaki et al.,  2012). Fur-
thermore, study results confirmed that donor-derived germ cells 
proliferated in recipient gonads, eventually differentiating into 
functional gametes (Okutsu et al.,  2006; Yoshizaki et al.,  2010). It 
should be noted that donor germ cells—whether spermatogonia or 
oogonia—differentiated into eggs in female recipients and sperm in 
male recipients (Okutsu et al., 2006; Yoshizaki et al., 2010). Thus, for 
threatened species that are difficult to obtain, even if only one sex of 
donor individuals is available, their undifferentiated germ cells could 
be transplanted into both male and female recipients to produce 
eggs or sperm. Such transplantation procedures can be performed 
using cryopreserved undifferentiated germ cells to produce individ-
uals (Lee et al., 2013; Lee, Katayama, et al., 2016).

When undifferentiated germ cell transplantation is applied to 
fertile recipients, both donor-derived gametes and the recipient's 
own gametes are produced. To obtain surrogate broodstock that 
produce only donor-derived gametes, sterilised recipients are re-
quired. When germ cell transplantation was first established, trip-
loid infertile fish were used (Okutsu et al.,  2007). Although these 
triploids show meiotic abnormalities and do not produce their own 
gametes, they retain functional gonadal somatic cells to nurture 
the development of donor-derived germ cells and produce large 
numbers of functional eggs and sperm derived solely from the 
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transplanted donor species (Okutsu et al., 2007). It is also possible 
to produce germ cell-less recipients by inhibiting the function of the 
dead end gene (dnd), a gene essential for primordial germ cell survival 
(Yoshizaki et al., 2016). A recent study confirmed that germ cell-less 
recipients created through genome editing—using CRISPR/Cas9 
targeting dnd—efficiently nurture donor-derived germ cells to func-
tional gametes (Fujihara et al.,  2022). Next-generation individuals 
produced by genome-edited recipients are wild type and have not 
themselves been genetically modified. Therefore, CRISPR/Cas9 can 
be theoretically applied to conserve species, but its application may 
be subject to legal and regulatory restrictions (e.g. Everett-Hincks & 
Henaghan, 2019).

What makes this method even more significant is that inter-
species germ cell transplantation can be applied to different donor 

and recipient species. Rainbow trout germ cells can be transplanted 
into triploid masu salmon (Oncorhynchus masou), and the result-
ing masu salmon recipients then produce rainbow trout gametes 
(Okutsu et al.,  2007). The same approach has also produced tiger 
puffer (Takifugu rubripes) gametes in a small-sized and closely related 
species, grass puffer (Takifugu niphobles; Hamasaki et al., 2017). Re-
cently, goldfish (Carassius auratus) recipients have produced carp 
(Cyprinus carpio) gametes (Franěk et al., 2021). Functional gametes 
as well as next-generation individuals have also been successfully 
produced through transplantation of cryopreserved germ cells in 
Chinese rosy bitterling (Rhodeus ocellatus ocellatus; Octavera & 
Yoshizaki, 2020) and medaka (Oryzias latipes; Seki et al., 2017). Thus, 
if species are phylogenetically close enough, both eggs and sperm 
can be produced through interspecific transplantation (Yoshizaki & 
Yazawa, 2019).

Application of these technologies is not without challenges, 
however. For threatened species, the number of individuals to sup-
ply donor germ cells may be limited—or the species itself may be 
small-bodied. In these cases, transplanting enough undifferentiated 
germ cells to recipients can be difficult. To overcome this challenge, 
in vitro expansion of undifferentiated germ cells can be a power-
ful strategy (e.g. Iwasaki-Takahashi et al., 2020). A second challenge 
is that while producing gametes from parental fish is achievable by 
controlling their rearing environment or administering exogenous 
hormones (Mylonas et al.,  2010), the in vivo proliferation (rather 
than maturation) of undifferentiated germ cells in gonads of donor 
fish for downstream transplantation has not been successful to date.

In the next sections, we will outline the importance of linking 
knowledge about genome-wide genetic diversity into the sample se-
lection process. Following that, we will provide some practical exam-
ples of how such an integrated approach can be applied to preserve 
the declining freshwater diversity of teleost fishes endemic to NZ.

1.2  |  The importance of understanding the 
genomic context

To best capture genetic diversity for cryobanking, the collection of 
donor cells should be guided by a solid understanding of factors that 
shape genetic variation in wild populations, making it fundamental 
to bridge the fields of reproductive biotechnology and conservation 
genomics. The recent advent in cost-effective sequencing technolo-
gies, alongside improved bioinformatic workflows for large datasets 
(Segelbacher et al., 2021), allows genome-wide data at a scale useful 
for conservation to be generated. While genetic approaches have 
long been used to inform conservation (Allendorf et al., 2010), the 
vast increase in genomic data now provides extraordinary oppor-
tunities for unravelling the demographic and adaptive patterns and 
processes that form the basis of adaptive evolutionary management 
(Bernatchez, 2016).

First, key for any conservation practices is understanding the 
geographic clustering of populations (Coates et al.,  2018). The in-
creased resolution from genomic data facilitates the detection of 

F I G U R E  1  Example of a technique established by Yazawa 
et al. (2010) for the transplantation of donor-derived 
undifferentiated germ cells from Nibe croaker (Nibea mitsukurii) 
into the larva of a ‘surrogate broodstock’ species (chub mackerel, 
Scomber japonicus). (a) Intraperitoneal transplantation of donor cells 
into an anaesthetised larva; (b) bright-field view and (c) fluorescent-
field view of donor-cell transplanted larva; (d, e) bright-field and 
fluorescent views of larvae nontransplanted with donor cells, 
respectively (Scale bars = 200 μm). Fluorescent views of PKH26 in 
the excised gonad of transplanted (f) and nontransplanted (g) larvae 
after 3 weeks (scale bars = 10 μm). Location of transplanted PKH26-
stained germ cells indicated by white arrowhead.
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subtle population clusters based on both neutral and adaptive varia-
tion and for inferring the relative importance of different evolution-
ary processes (gene flow, drift and selection) across populations. Of 
particular importance for conservation and for informing germplasm 
cryobanking is the notion of adaptive genetic variation and how this 
is counteracted by the extent and direction of gene flow (Bernat-
chez,  2016). This knowledge helps preserve species-wide genetic 
diversity, which bolsters the adaptive potential of a species and, 
therefore, its ability to evolve in response to environmental change 
(Hoffmann & Sgrò, 2011). Consequently, failing to account for the 
spatial scale at which adaptive variation exists and its distribution 
relative to spatially heterogeneous selection in conservation plans 
can erode the population of interest and ecosystem functioning 
(Blanchet et al.,  2020). This is particularly relevant when studying 
species across fragmented landscapes, as it is often the case in fresh-
water fish inhabiting lotic environments (e.g. Brauer et al., 2018).

Second, the effective population size is a key parameter in con-
servation biology because the rate of inbreeding, and thereby the 
change in genetic heterozygosity, is related to this. Genomic data can 
assist to maintain large and representative effective population sizes 
of captive species so that they can serve as a reservoir for genetic 
material to re-establish or reinforce wild populations (Segelbacher 
et al., 2021). These considerations are important not only during the 
establishment of captive populations but also during subsequent 
generations in captivity, especially if these populations remain small 
and cannot be periodically bolstered with new genetic material 
(Galla et al., 2020). Genomic data can also be used to measure ge-
netic load, particularly in isolated, inbred populations characterised 
by a low effective population size (e.g. Dussex et al., 2021 but see 
Guhlin et al., 2023), but how to use these measures to inform conser-
vation management remains uncertain (Grueber & Sunnucks, 2022).

Third, the relative frequencies of genetic variants—including sin-
gle nucleotide polymorphisms (SNPs) and structural variants (SVs; 
rearrangements >50 base pairs)—their size, linkage and compatibil-
ity are of importance. For example, negative effects on fitness be-
cause of outbreeding depression are expected in situations where 
genetic incompatibilities between alleles from foreign and recipient 
sampling populations may occur (e.g. Bateson–Dobzhansky–Müller 
incompatibilities). These can be revealed by admixture between di-
verged populations, or when species or subpopulations differ in their 
genomic architectures; genomic haplotype data can help to charac-
terise the genomic mosaic of local ancestry and inform sampling 
strategies. Genomic regions underlying incompatible architectures 
can be caused by differences in large structural variants, for example 
the presence–absence of large chromosomal inversions, which can 
lead to recombination suppression and the production of inviable 
gametes (Mérot et al.,  2020; Wellenreuther & Bernatchez,  2018). 
Recent work is increasingly acknowledging the need to incorporate 
the full spectrum of genetic variants to estimate genomic fitness and 
incompatibilities, including the epistatic interactions between loci 
and genome structure (Wellenreuther et al., 2019; Wold et al., 2021). 
This is in part driven by the fact that the effects of a given genetic 
variant will depend on its linkage disequilibrium with other genetic 

variants (SNPs or SVs) and its frequency in the population (Leitwein 
et al., 2020). Therefore, incorporation of both SNPs and SVs can pro-
vide improved insights into important processes to inform conserva-
tion efforts, including population structure and adaptive variation in 
the short term, as well as fitness consequences for both ex situ and 
in situ management in the long term.

1.3  |  Mitigating biodiversity loss of culturally 
significant species: NZ threatened teleost fishes as a 
case study

Innovative technologies are increasingly applied in NZ to support aq-
uaculture selective breeding programmes of native fishes (Valenza-
Troubat, Davy, et al., 2022; Valenza-Troubat, Hilario, et al., 2022), but 
extension of such approaches to threatened species has only started 
to be considered. Accumulating evidence suggests that biobanking 
and surrogacy can be effective tools to enhance conservation out-
comes for animals (e.g. Holt & Comizzoli, 2022; Sandler et al., 2021; 
Yoshizaki & Lee, 2018), but to our knowledge, none of these have 
been considered from an Indigenous perspective.

Māori (Indigenous Peoples of NZ) are intrinsically connected to 
the environment through whakapapa, which connects ancestral lin-
eages, genealogical connections, relationships and links to ecosys-
tems. This familial kinship connects tāngata whenua (people of the 
land) to the environment and with this connection comes responsi-
bilities to maintain the balance and appropriate relationship with the 
environment for future generations (Roberts et al., 1995).

Fisheries are important in the cultural identity of Māori. For Ngāi 
Tahu, this is captured in the term mahinga kai, which describes the 
customary gathering of food and natural materials and the places 
where those resources are gathered (Ngāi Tahu Claims Settlement 
Act, 1998). Mahinga kai is not just about the harvested species but 
also includes the knowledge transmission, cultural practice and ac-
cess to the landscape (Panelli & Tipa, 2007, 2009; Waitangi Tribu-
nal, 1991). As such, the expression tino rangatiratanga mō tātou, ā, 
mō kā uri ā muri ake nei, which captures the ability of Māori to sustain 
biodiversity and ecosystems for generations to come, is a fundamen-
tal aspect of Māori environmental management through the use of 
mātauranga (knowledge) and tikanga (customary protocols; Ataria 
et al., 2018; Palmer et al., 2020).

In NZ, 76% of native freshwater fish species (39 of 51) are ei-
ther threatened with, or at risk of, extinction. Of these, 82% be-
long to the Galaxiidae family (Ministry for the Environment & Stats 
NZ,  2020)—a group of amphidromous galaxiids locally known as 
‘whitebait’ and nonmigratory galaxiids (Genus: Galaxias) and mud-
fish (Genus: Neochanna). Many of these species are taonga (trea-
sured) species and mahinga kai to Māori. Factors contributing to 
their decline include habitat destruction, environmental change, 
predation and competition with introduced species (Williams 
et al.,  2017). Efforts have been made to develop captive breed-
ing techniques for some native galaxiids (Dunn & O'Brien, 2018; 
Mitchell,  1989), including taiwharu (giant kōkopu; Galaxias 
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argenteus; Wylie et al.,  2016), an endemic species and promis-
ing candidate for surrogacy due to its large body size (Figure 2). 
However, there is limited knowledge about population genomic 
structure and genome-wide diversity below the species level for 
most galaxiid species, and no long-term genomics-based breeding 
programmes exist. Consequently, there is increasing urgency to 
document the spatial and temporal population genomic structure 
of galaxiids in NZ and to then use this information to guide the 
sample design for cryobanking reproductive material from mem-
bers of the family Galaxiidae, with the ultimate goal to preserve 
genomic resources and improve the management of this taonga 
species group. This has to go hand in hand with efforts to mitigate 
environmental impacts on the species. Habitat restoration and the 
improvement of water quality is a priority for Ngāi Tahu people 
(Ngāi Tahu 2025,  2001). In parallel to this, initiatives led or co-
led by Ngāi Tahu in the development and implementation of these 
technologies will enable tino rangatiratanga (self-determination) 
and provide an essential insurance policy for these taonga (and 
beyond).

DNA from taonga species is seen by Māori as a physical expres-
sion of whakapapa, and therefore, cultural values may also apply 
to the study of the DNA itself (Collier-Robinson et al., 2019). This 
extends to the way DNA and tissues are stored and managed, and 
who has access rights and decision power over the samples, the 
genomic data generated and how these data are reused (Carroll 
et al.,  2021; Hudson et al.,  2021; Mc Cartney et al.,  2022). Thus, 
similar notions will guide the application and development of germ 
cell cryobanking and transplantation technologies by embedding 
cultural considerations around the collection of taonga species—as 
well as the storage, use and reuse of samples and data collected from 
them. As such, by embedding Māori principles such as whakapapa, 
whakawhanaungatanga (the process of building relationships), ki uta 
ki tai (holistic resource management), taonga tuku iho (intergenera-
tional protection of taonga, passed across generations), te ao tūroa 
(intergenerational concept of resource sustainability timeframes/
vision) and tino rangatiratanga, a unique opportunity is provided 
to guide an Indigenous approach to fish conservation. For example, 
understanding how the whakapapa connection of reproductive ma-
terial that is cryobanked and/or cultured in vitro is maintained with 
its place of origin and respective kaitiaki/tāngata tiaki (guardians) is 
an important consideration. Such considerations ensure that tissues 

initially collected are also used for their intended purpose at the 
outset of the project and that these agreed principles are followed 
over the lifetime of the project and beyond. Such discussions would 
also help explore how an appropriate governance structure can be 
established to enable and guide change of thought or circumstance 
over the generations.

2  |  CLOSING REMARKS

Protection of biodiversity necessitates an interdisciplinary and co-
ordinated approach. This includes the preservation of adaptive ge-
netic variation in natural, captive and domesticated populations to 
enhance species resilience (Hoffmann et al., 2017). For native or en-
demic species, cultural perspectives and considerations can provide 
important contexts for Indigenous-led or co-led conservation plans 
and can guide how cryobanking and reproductive technologies can 
be developed, implemented and managed.

Germ cell transplantation technologies are promising innova-
tions to curb biodiversity loss, but both have been underutilised in 
conservation efforts for fishes so far. Specifically, the bipotent na-
ture of germ cells to enable the production of eggs and sperm from 
donor species once the surrogacy system has been developed—and 
in some cases the ability to span this technology across species or 
even genus borders to produce interspecies surrogates—is advan-
tageous to conserve paternal and maternal genomes. Another ben-
efit comes from the ability to develop in vitro cultures to increase 
cell abundance prior to transplantation. This is particularly relevant 
when the threatened species are of small size, as is the case for many 
galaxiids of NZ. Furthermore, surrogacy and cryopreservation tech-
niques are of crucial importance to support aquaculture, the former 
for developing assisted reproductive technologies and the latter for 
the maintenance of broodstock genetic diversity. Cryobanking has 
significant utility in preserving sperm from elite breeders; however, 
it should be noted that the reproductive diversity of fishes and the 
associated diversity in gamete biology necessitates the design of 
species-specific cryopreservation protocols.

Despite recent advances, critical knowledge gaps remain, such as 
how long do germ cells (and sperm) of fishes remain viable in long-term 
frozen storage and the effect this has on the epigenome. Further-
more, while induction of sterility in the recipient is desirable for sur-
rogacy systems, achieving this is challenging unless methods like the 
CRISPR/Cas 9 systems are used. However, due consideration of the 
social, cultural, ethical and legal implications of the application of such 
techniques will be necessary (e.g. Everett-Hincks & Henaghan, 2019; 
Hudson et al., 2019), especially if culturally significant species were to 
be considered as surrogates (e.g. taiwharu). Future efforts should thus 
strive to actively invest in both the knowledge—and the social licence—
needed for implementation. Prime species are those of economic or 
cultural interest, which can be bred in captivity and where the re-
building of depleted or genetically impoverished populations is a high 
priority. Holistic approaches that support these innovations, together 
with habitat restoration, can provide an essential insurance policy 

F I G U R E  2  Adult taiwharu (giant kōkopu; Galaxias argenteus), 
a large-bodied and culturally significant species endemic to 
Aotearoa-New Zealand. Scale bar = 1 cm. Photo credit: Ron Munro.
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for threatened taonga species and can help to promote tino rangati-
ratanga and enhance mahinga kai opportunities for future generations.

ACKNO​WLE​DG E​MENTS
This work was funded by the Royal Society of New Zealand Cata-
lyst Seeding General contract CSG-PAF1803 ‘Enabling breeding of 
indigenous aquaculture species by overcoming reproductive dys-
functions’ (to MW and MJW), Te Pūnaha Hihiko: Vision Mātauranga 
Capability Fund (Contemporary kaitiakitanga of freshwater taonga 
in Aotearoa—exploring and demystifying cryopreservation and sur-
rogacy tools to aid native fish conservation, C11X1913, to MJW and 
MW) and by the New Zealand Government via the Ngā Pou Ran-
gahau platform, a research framework developed by the New Zea-
land Institute for Plant and Food Research Limited and supported 
by a Strategic Science Investment Fund grant from the Ministry of 
Business, Innovation and Employment (MBIE). JK was supported 
by the ‘Fish Futures’ MBIE Endeavour Programme (grant number 
CAWX2101). This work was also funded by the University of Can-
terbury (TES) and the Tokyo University of Marine Science and Tech-
nology (GY and RY). We thank Hemi Cumming for translating our 
abstract into Te Reo Māori.

CONFLIC T OF INTERE S T S TATEMENT
The authors declare no conflicts of interest.

DATA AVAIL ABILIT Y S TATEMENT
Data sharing is not applicable to this article as no new data were cre-
ated or analyzed in this study.

ORCID
Matthew J. Wylie   https://orcid.org/0000-0001-7687-700X 
Jane Kitson   https://orcid.org/0000-0003-3022-5123 
Goro Yoshizaki   https://orcid.org/0000-0003-1207-1095 
Ryosuke Yazawa   https://orcid.org/0000-0002-2923-1932 
Tammy E. Steeves   https://orcid.org/0000-0003-2112-5761 
Maren Wellenreuther   https://orcid.org/0000-0002-2764-8291 

R E FE R E N C E S
Allendorf, F. W., Hohenlohe, P. A., & Luikart, G. (2010). Genomics and the 

future of conservation genetics. Nature Reviews Genetics, 11(10), 
697–709.

Ataria, J., Mark-Shadbolt, M., Mead, A. T. P., Prime, K., Doherty, J., Waiwai, 
J., Ashby, T., Lambert, S., & Garner, G. O. (2018). Whakamanahia 
te mātauranga o te Māori: Empowering Māori knowledge to sup-
port Aotearoa's aquatic biological heritage. New Zealand Journal of 
Marine and Freshwater Research, 52(4), 467–486.

Bernatchez, L. (2016). On the maintenance of genetic variation and ad-
aptation to environmental change: Considerations from population 
genomics in fishes. Journal of Fish Biology, 89(6), 2519–2556.

Blanchet, S., Prunier, J. G., Paz-Vinas, I., Saint-Pé, K., Rey, O., Raffard, 
A., Mathieu-Bégné, E., Loot, G., Fourtune, L., & Dubut, V. (2020). 
A river runs through it: The causes, consequences, and manage-
ment of intraspecific diversity in river networks. Evolutionary 
Applications, 13(6), 1195–1213.

Bolton, R. L., Mooney, A., Pettit, M. T., Bolton, A. E., Morgan, L., Drake, 
G. J., Appeltant, R., Walker, S. L., Gillis, J. D., & Hvilsom, C. (2022). 

Resurrecting biodiversity: Advanced assisted reproductive technol-
ogies and biobanking. Reproduction and Fertility, 3(3), R121–R146.

Bonebrake, T. C., Brown, C. J., Bell, J. D., Blanchard, J. L., Chauvenet, A., 
Champion, C., Chen, I. C., Clark, T. D., Colwell, R. K., Danielsen, F., & 
Dell, A. I. (2018). Managing consequences of climate-driven species 
redistribution requires integration of ecology, conservation and so-
cial science. Biological Reviews, 93(1), 284–305.

Brauer, C. J., Unmack, P. J., Smith, S., Bernatchez, L., & Beheregaray, L. 
B. (2018). On the roles of landscape heterogeneity and environ-
mental variation in determining population genomic structure in a 
dendritic system. Molecular Ecology, 27(17), 3484–3497.

Brondízio, E. S., Aumeeruddy-Thomas, Y., Bates, P., Carino, J., Fernández-
Llamazares, Á., Ferrari, M. F., Galvin, K., Reyes-García, V., McElwee, 
P., Molnár, Z., & Samakov, A. (2021). Locally based, regionally man-
ifested, and globally relevant: Indigenous and local knowledge, 
values, and practices for nature. Annual Review of Environment and 
Resources, 46, 481–509.

Cabrita, E., Sarasquete, C., Martínez-Páramo, S., Robles, V., Beirão, J., 
Pérez-Cerezales, S., & Herráez, M. P. (2010). Cryopreservation 
of fish sperm: Applications and perspectives. Journal of Applied 
Ichthyology, 26(5), 623–635.

Carroll, S. R., Herczog, E., Hudson, M., Russell, K., & Stall, S. (2021). 
Operationalizing the CARE and FAIR principles for indigenous data 
futures. Scientific Data, 8(1), 108.

Coates, D. J., Byrne, M., & Moritz, C. (2018). Genetic diversity and con-
servation units: Dealing with the species-population continuum in 
the age of genomics. Frontiers in Ecology and Evolution, 6, 165.

Collier-Robinson, L., Rayne, A., Rupene, M., Thoms, C., & Steeves, T. 
(2019). Embedding indigenous principles in genomic research of 
culturally significant species. New Zealand Journal of Ecology, 43(3), 
1–9.

Comizzoli, P. (2018). Biobanking and fertility preservation for rare and 
endangered species. Animal Reproduction, 14(1), 30–33.

Diwan, A. D., Harke, S. N., & Panche, A. N. (2020). Cryobanking of fish 
and shellfish egg, embryos and larvae: An overview. Frontiers in 
Marine Science, 7, 251.

Dunn, N. R., & O'Brien, L. K. (2018). Considerations in the transport and 
captive management of lowland longjaw galaxias (Galaxias cobitinis). 
Publishing Team, Department of Conservation.

Dussex, N., Van Der Valk, T., Morales, H. E., Wheat, C. W., Díez-del-
Molino, D., Von Seth, J., Foster, Y., Kutschera, V. E., Guschanski, 
K., Rhie, A., & Phillippy, A. M. (2021). Population genomics of the 
critically endangered kākāpō. Cell Genomics, 1(1), 100002.

Ens, E., Scott, M., Rangers, Y. M., Moritz, C., & Pirzl, R. (2016). Putting 
indigenous conservation policy into practice delivers biodiver-
sity and cultural benefits. Biodiversity and Conservation, 25(14), 
2889–2906.

Everett-Hincks, J. M., & Henaghan, R. M. (2019). Gene editing pests and 
primary industries – Legal considerations. New Zealand Science 
Review, 75(2–3), 31–36.

Franěk, R., Kašpar, V., Shah, M. A., Gela, D., & Pšenička, M. (2021). 
Production of common carp donor-derived offspring from goldfish 
surrogate broodstock. Aquaculture, 534, 736252.

Fritts, R. (2022). Cloning goes wild. Science, 375(6577), 134–137.
Fujihara, R., Katayama, N., Sadaie, S., Miwa, M., Sanchez Matias, G. A., 

Ichida, K., Fujii, W., Naito, K., Hayashi, M., & Yoshizaki, G. (2022). 
Production of germ cell-less rainbow trout by dead end gene 
knockout and their use as recipients for germ cell transplantation. 
Marine Biotechnology, 24(2), 417–429.

Gadgil, M., Berkes, F., & Folke, C. (1993). Indigenous knowledge for bio-
diversity conservation. Ambio, 22, 151–156.

Galla, S. J., Moraga, R., Brown, L., Cleland, S., Hoeppner, M. P., Maloney, R. 
F., Richardson, A., Slater, L., Santure, A. W., & Steeves, T. E. (2020). 
A comparison of pedigree, genetic and genomic estimates of relat-
edness for informing pairing decisions in two critically endangered 

 17550998, 0, D
ow

nloaded from
 https://onlinelibrary.w

iley.com
/doi/10.1111/1755-0998.13868 by Plant A

nd Food R
esearch, W

iley O
nline L

ibrary on [26/08/2024]. See the T
erm

s and C
onditions (https://onlinelibrary.w

iley.com
/term

s-and-conditions) on W
iley O

nline L
ibrary for rules of use; O

A
 articles are governed by the applicable C

reative C
om

m
ons L

icense

https://orcid.org/0000-0001-7687-700X
https://orcid.org/0000-0001-7687-700X
https://orcid.org/0000-0003-3022-5123
https://orcid.org/0000-0003-3022-5123
https://orcid.org/0000-0003-1207-1095
https://orcid.org/0000-0003-1207-1095
https://orcid.org/0000-0002-2923-1932
https://orcid.org/0000-0002-2923-1932
https://orcid.org/0000-0003-2112-5761
https://orcid.org/0000-0003-2112-5761
https://orcid.org/0000-0002-2764-8291
https://orcid.org/0000-0002-2764-8291


    |  7WYLIE et al.

birds: Implications for conservation breeding programmes world-
wide. Evolutionary Applications, 13(5), 991–1008.

Garnett, S. T., Burgess, N. D., Fa, J. E., Fernández-Llamazares, Á., Molnár, 
Z., Robinson, C. J., Watson, J. E., Zander, K. K., Austin, B., Brondizio, 
E. S., & Collier, N. F. (2018). A spatial overview of the global impor-
tance of indigenous lands for conservation. Nature Sustainability, 
1(7), 369–374.

Goolmeer, T., Skroblin, A., & Wintle, B. A. (2022). Getting our act to-
gether to improve indigenous leadership and recognition in bio-
diversity management. Ecological Management & Restoration, 23, 
33–42.

Goto, R., & Saito, T. (2019). A state-of-the-art review of surrogate propa-
gation in fish. Theriogenology, 133, 216–227.

Grueber, C. E., & Sunnucks, P. (2022). Using genomics to fight extinction. 
Science, 376(6593), 574–575.

Guhlin, J., Le Lec, M. F., Wold, J., Koot, E., Winter, D., Biggs, P., Galla, S. 
J., Urban, L., Foster, Y., Cox, M. P., Digby, A., Uddstrom, L., Eason, 
D., Vercoe, D., Davis, T., Kākāpō Recovery Team, K. R, Howard, J. 
T., Jarvis, E., Robertson, F. E., … Dearden, P. K. (2023). Species-wide 
genomics of kākāpō provides transformational tools to accelerate 
recovery. Nature Ecology and Evolution, 1-13.

Halsch, C. A., Shapiro, A. M., Fordyce, J. A., Nice, C. C., Thorne, J. H., 
Waetjen, D. P., & Forister, M. L. (2021). Insects and recent climate 
change. Proceedings of the National Academy of Sciences of the United 
States of America, 118(2), e2002543117.

Hamasaki, M., Takeuchi, Y., Yazawa, R., Yoshikawa, S., Kadomura, 
K., Yamada, T., Miyaki, K., Kikuchi, K., & Yoshizaki, G. (2017). 
Production of tiger puffer Takifugu rubripes offspring from triploid 
grass puffer Takifugu niphobles parents. Marine Biotechnology, 19(6), 
579–591.

Henri, D. A., Provencher, J. F., Bowles, E., Taylor, J. J., Steel, J., Chelick, 
C., Popp, J. N., Cooke, S. J., Rytwinski, T., McGregor, D., & Ford, 
A. T. (2021). Weaving indigenous knowledge systems and Western 
sciences in terrestrial research, monitoring and management in 
Canada: A protocol for a systematic map. Ecological Solutions and 
Evidence, 2(2), e12057.

Hoffmann, A. A., & Sgrò, C. M. (2011). Climate change and evolutionary 
adaptation. Nature, 470(7335), 479–485.

Hoffmann, A. A., Sgrò, C. M., & Kristensen, T. N. (2017). Revisiting adap-
tive potential, population size, and conservation. Trends in Ecology & 
Evolution, 32(7), 506–517.

Holt, W. V., & Comizzoli, P. (2022). Opportunities and limitations for 
reproductive science in species conservation. Annual Review of 
Animal Biosciences, 10, 491–511.

Howell, L. G., Frankham, R., Rodger, J. C., Witt, R. R., Clulow, S., Upton, R. 
M., & Clulow, J. (2021). Integrating biobanking minimises inbreed-
ing and produces significant cost benefits for a threatened frog 
captive breeding programme. Conservation Letters, 14(2), e12776.

Howell, L. G., Johnston, S. D., O'Brien, J. K., Frankham, R., Rodger, J. C., 
Ryan, S. A., Beranek, C. T., Clulow, J., Hudson, D. S., & Witt, R. R. 
(2022). Modelling genetic benefits and financial costs of integrating 
biobanking into the captive management of koalas. Animals, 12(8), 
990.

Hudson, M., Beaton, A., Milne, M., Port, W., Russell, K. J., Smith, B., & 
Uerata, L. (2016). Te Mata Ira: Guidelines for genomic research with 
Maori. Te Mata Hautū Taketake–Māori & Indigenous Governance 
Centre, University of Waikato.

Hudson, M., Garrison, N. A., Sterling, R., Caron, N. R., Fox, K., Yracheta, J., 
Anderson, J., Wilcox, P., Arbour, L., Brown, A., Taualii, M., Kukutai, 
T., Haring, R., Te Aika, B., Baynam, G. S., Dearden, P. K., Chagné, D., 
Malhi, R. S., Garba, I., … Carrol, S. R. (2020). Rights, interests and 
expectations: Indigenous perspectives on unrestricted access to 
genomic data. Nature Reviews Genetics, 21(6), 377–384.

Hudson, M., Mead, A. T. P., Chagné, D., Roskruge, N., Morrison, S., 
Wilcox, P. L., & Allan, A. C. (2019). Indigenous perspectives and 

gene editing in Aotearoa New Zealand. Frontiers in Bioengineering 
and Biotechnology, 7, 70.

Hudson, M., Thompson, A., Wilcox, P., Mika, J. P., Battershill, C., Stott, M., 
Brooks, R. T., & Warbrick, L. (2021). Te Nohonga Kaitiaki guidelines 
for genomic research on Taonga species (with background). University 
of Waikato.

Iwasaki-Takahashi, Y., Shikina, S., Watanabe, M., Banba, A., Yagisawa, M., 
Takahashi, K., Fujihara, R., Okabe, T., Valdez, D. M., Jr., Yamauchi, 
A., & Yoshizaki, G. (2020). Production of functional eggs and sperm 
from in vitro-expanded type A spermatogonia in rainbow trout. 
Communications Biology, 3(1), 1–11.

Lacerda, S. M. S. N., Costa, G. M. J., Campos-Junior, P. H. A., Segatelli, T. 
M., Yazawa, R., Takeuchi, Y., Morita, T., Yoshizaki, G., & França, L. 
R. (2013). Germ cell transplantation as a potential biotechnological 
approach to fish reproduction. Fish Physiology and Biochemistry, 39, 
3–11.

Lee, S., Iwasaki, Y., Shikina, S., & Yoshizaki, G. (2013). Generation of 
functional eggs and sperm from cryopreserved whole testes. 
Proceedings of the National Academy of Sciences of the United States 
of America, 110(5), 1640–1645.

Lee, S., Iwasaki, Y., & Yoshizaki, G. (2016). Long-term (5 years) cryopre-
served spermatogonia have high capacity to generate functional 
gametes via interspecies transplantation in salmonids. Cryobiology, 
73(2), 286–290.

Lee, S., Katayama, N., & Yoshizaki, G. (2016). Generation of juvenile 
rainbow trout derived from cryopreserved whole ovaries by intra-
peritoneal transplantation of ovarian germ cells. Biochemical and 
Biophysical Research Communications, 478(3), 1478–1483.

Leitwein, M., Duranton, M., Rougemont, Q., Gagnaire, P.-A., & Bernatchez, 
L. (2020). Using haplotype information for conservation genomics. 
Trends in Ecology & Evolution, 35(3), 245–258.

Manning, M. (1996). The specific immune system: Cellular defenses. In 
G. Iwama & T. Nakanishi (Eds.), The fish immune system: Organism, 
pathogen, and environment. Academic Press.

Mc Cartney, A. M., Anderson, J., Liggins, L., Hudson, M. L., Anderson, M. 
Z., TeAika, B., Geary, J., Cook-Deegan, R., Patel, H. R., & Phillippy, A. 
M. (2022). Balancing openness with indigenous data sovereignty: 
An opportunity to leave no one behind in the journey to sequence 
all of life. Proceedings of the National Academy of Sciences of the 
United States of America, 119(4), e2115860119.

Mérot, C., Oomen, R. A., Tigano, A., & Wellenreuther, M. (2020). A road-
map for understanding the evolutionary significance of structural 
genomic variation. Trends in Ecology & Evolution, 35(7), 561–572.

Ministry for the Environment & Stats NZ. (2020). New Zealand's environ-
mental reporting series: Our freshwater 2020. envir​onment.govt.nz 
and www.stats.govt.nz

Mitchell, C. P. (1989). Laboratory culture of Galaxias maculatus and po-
tential applications. New Zealand Journal of Marine and Freshwater 
Research, 23(3), 325–336.

Mylonas, C. C., Fostier, A., & Zanuy, S. (2010). Broodstock management 
and hormonal manipulations of fish reproduction. General and 
Comparative Endocrinology, 165(3), 516–534.

Ngāi Tahu 2025. (2001). https://ngait​ahu.iwi.nz/wp-conte​nt/uploa​
ds/2013/06/NgaiT​ahu_20251.pdf

Ngāi Tahu Claims Settlement Act. (1998). http://www.legis​lation.govt.
nz/act/publi​c/1998/0097/lates​t/DLM42​9090.html

Octavera, A., & Yoshizaki, G. (2020). Production of Chinese rosy bitter-
ling offspring derived from frozen and vitrified whole testis by sper-
matogonial transplantation. Fish Physiology and Biochemistry, 46(4), 
1431–1442.

Okutsu, T., Shikina, S., Kanno, M., Takeuchi, Y., & Yoshizaki, G. (2007). 
Production of trout offspring from triploid salmon parents. Science, 
317(5844), 1517.

Okutsu, T., Suzuki, K., Takeuchi, Y., Takeuchi, T., & Yoshizaki, G. (2006). 
Testicular germ cells can colonize sexually undifferentiated 

 17550998, 0, D
ow

nloaded from
 https://onlinelibrary.w

iley.com
/doi/10.1111/1755-0998.13868 by Plant A

nd Food R
esearch, W

iley O
nline L

ibrary on [26/08/2024]. See the T
erm

s and C
onditions (https://onlinelibrary.w

iley.com
/term

s-and-conditions) on W
iley O

nline L
ibrary for rules of use; O

A
 articles are governed by the applicable C

reative C
om

m
ons L

icense

https://environment.govt.nz
http://www.stats.govt.nz
https://ngaitahu.iwi.nz/wp-content/uploads/2013/06/NgaiTahu_20251.pdf
https://ngaitahu.iwi.nz/wp-content/uploads/2013/06/NgaiTahu_20251.pdf
http://www.legislation.govt.nz/act/public/1998/0097/latest/DLM429090.html
http://www.legislation.govt.nz/act/public/1998/0097/latest/DLM429090.html


8  |    WYLIE et al.

embryonic gonad and produce functional eggs in fish. Proceedings 
of the National Academy of Sciences of the United States of America, 
103(8), 2725–2729.

Palmer, S., Mercier, O. R., & King-Hunt, A. (2020). Towards rangatiratanga 
in pest management? Māori perspectives and frameworks on novel 
biotechnologies in conservation. Pacific Conservation Biology, 27(4), 
391–401.

Panelli, R., & Tipa, G. (2007). Placing well-being: A Māori case study of 
cultural and environmental specificity. EcoHealth, 4(4), 445–460.

Panelli, R., & Tipa, G. (2009). Beyond foodscapes: Considering geogra-
phies of indigenous well-being. Health & Place, 15(2), 455–465.

Rayne, A., Blair, S., Dale, M., Flack, B., Hollows, J., Moraga, R., Parata, 
R. N., Rupene, M., Tamati-Elliffe, P., Wehi, P. M., Wylie, M. J., & 
Steeves, T. E. (2022). Weaving place-based knowledge for culturally 
significant species in the age of genomics: Looking to the past to 
navigate the future. Evolutionary Applications, 15(5), 751–772.

Reid, A. J., Eckert, L. E., Lane, J. F., Young, N., Hinch, S. G., Darimont, C. 
T., Cooke, S. J., Ban, N. C., & Marshall, A. (2021). “Two-eyed seeing”: 
An indigenous framework to transform fisheries research and man-
agement. Fish and Fisheries, 22(2), 243–261.

Roberts, M., Norman, W., Minhinnick, N., Wihongi, D., & Kirkwood, C. 
(1995). Kaitiakitanga: Māori perspectives on conservation. Pacific 
Conservation Biology, 2(1), 7–20.

Robles, V., Riesco, M. F., Psenicka, M., Saito, T., Valcarce, D. G., Cabrita, E., 
& Herraez, P. (2017). Biology of teleost primordial germ cells (PGCs) 
and spermatogonia: Biotechnological applications. Aquaculture, 
472, 4–20.

Sandler, R. L., Moses, L., & Wisely, S. M. (2021). An ethical analysis of 
cloning for genetic rescue: Case study of the black-footed ferret. 
Biological Conservation, 257, 109118.

Schuster, R., Germain, R. R., Bennett, J. R., Reo, N. J., & Arcese, P. (2019). 
Vertebrate biodiversity on indigenous-managed lands in Australia, 
Brazil, and Canada equals that in protected areas. Environmental 
Science & Policy, 101, 1–6.

Segelbacher, G., Bosse, M., Burger, P., Galbusera, P., Godoy, J. A., Helsen, 
P., Hvilsom, C., Iacolina, L., Kahric, A., Manfrin, C., & Nonic, M. 
(2021). New developments in the field of genomic technologies 
and their relevance to conservation management. Conservation 
Genetics, 23(2), 217–242.

Seki, S., Kusano, K., Lee, S., Iwasaki, Y., Yagisawa, M., Ishida, M., Hiratsuka, 
T., Sasado, T., Naruse, K., & Yoshizaki, G. (2017). Production of the 
medaka derived from vitrified whole testes by germ cell transplan-
tation. Scientific Reports, 7(1), 1–11.

Trisos, C. H., Merow, C., & Pigot, A. L. (2020). The projected timing 
of abrupt ecological disruption from climate change. Nature, 
580(7804), 496–501.

Valenza-Troubat, N., Davy, M., Storey, R., Wylie, M. J., Hilario, E., Ritchie, 
P., & Wellenreuther, M. (2022). Differential expression analyses re-
veal extensive transcriptional plasticity induced by temperature in 
New Zealand silver trevally (Pseudocaranx georgianus). Evolutionary 
Applications, 15(2), 237–248.

Valenza-Troubat, N., Hilario, E., Montanari, S., Morrison-Whittle, P., 
Ashton, D., Ritchie, P., & Wellenreuther, M. (2022). Evaluating new 
species for aquaculture: A genomic dissection of growth in the 
New Zealand silver trevally (Pseudocaranx georgianus). Evolutionary 
Applications, 15(4), 591–602.

Waitangi Tribunal. (1991). The Ngāi Tahu report. www.waita​ngi.tribu​nal.
govt.nz

Wellenreuther, M., & Bernatchez, L. (2018). Eco-evolutionary genom-
ics of chromosomal inversions. Trends in Ecology & Evolution, 33(6), 
427–440.

Wellenreuther, M., Mérot, C., Berdan, E., & Bernatchez, L. (2019). Going 
beyond SNPs: The role of structural genomic variants in adaptive 
evolution and species diversification. Molecular Ecology, 28(6), 
1203–1209.

Williams, E., Crow, S., Murchie, A., Tipa, G., Egan, E., Kitson, J., Clearwater, 
S., & Fenwick, M. (2017). Understanding taonga freshwater fish popu-
lations in Aotearoa-New Zealand. Prepared for Te Wai Māori Trust by 
the National Institute of Water and Atmospheric Research. NIWA 
client report, 2017326HN.

Wold, J., Koepfli, K. P., Galla, S. J., Eccles, D., Hogg, C. J., Le Lec, M. F., 
Guhlin, J., Santure, A. W., & Steeves, T. E. (2021). Expanding the 
conservation genomics toolbox: Incorporating structural variants 
to enhance genomic studies for species of conservation concern. 
Molecular Ecology, 30(23), 5949–5965.

Wylie, M. J., Closs, G. P., Damsteegt, E. L., & Lokman, P. M. (2016). Effects 
of salinity and temperature on artificial cultivation and early ontog-
eny of giant kokopu, Galaxias argenteus (Gmelin 1789). Aquaculture 
Research, 47(5), 1472–1480.

Yazawa, R., Takeuchi, Y., Higuchi, K., Yatabe, T., Kabeya, N., & Yoshizaki, 
G. (2010). Chub mackerel gonads support colonization, survival, 
and proliferation of intraperitoneally transplanted xenogenic germ 
cells. Biology of Reproduction, 82(5), 896–904.

Yoshizaki, G., Ichikawa, M., Hayashi, M., Iwasaki, Y., Miwa, M., Shikina, 
S., & Okutsu, T. (2010). Sexual plasticity of ovarian germ cells in 
rainbow trout. Development, 137(8), 1227–1230.

Yoshizaki, G., & Lee, S. (2018). Production of live fish derived from fro-
zen germ cells via germ cell transplantation. Stem Cell Research, 29, 
103–110.

Yoshizaki, G., Okutsu, T., Morita, T., Terasawa, M., Yazawa, R., & Takeuchi, 
Y. (2012). Biological characteristics of fish germ cells and their ap-
plication to developmental biotechnology. Reproduction in Domestic 
Animals, 47, 187–192.

Yoshizaki, G., Takashiba, K., Shimamori, S., Fujinuma, K., Shikina, S., 
Okutsu, T., Kume, S., & Hayashi, M. (2016). Production of germ cell-
deficient salmonids by dead end gene knockdown, and their use as 
recipients for germ cell transplantation. Molecular Reproduction and 
Development, 83(4), 298–311.

Yoshizaki, G., & Yazawa, R. (2019). Application of surrogate broodstock 
technology in aquaculture. Fisheries Science, 85(3), 429–437.

How to cite this article: Wylie, M. J., Kitson, J., Russell, K., 
Yoshizaki, G., Yazawa, R., Steeves, T. E., & Wellenreuther, M. 
(2023). Fish germ cell cryobanking and transplanting for 
conservation. Molecular Ecology Resources, 00, 1–8. https://
doi.org/10.1111/1755-0998.13868

 17550998, 0, D
ow

nloaded from
 https://onlinelibrary.w

iley.com
/doi/10.1111/1755-0998.13868 by Plant A

nd Food R
esearch, W

iley O
nline L

ibrary on [26/08/2024]. See the T
erm

s and C
onditions (https://onlinelibrary.w

iley.com
/term

s-and-conditions) on W
iley O

nline L
ibrary for rules of use; O

A
 articles are governed by the applicable C

reative C
om

m
ons L

icense

http://www.waitangi.tribunal.govt.nz
http://www.waitangi.tribunal.govt.nz
https://doi.org/10.1111/1755-0998.13868
https://doi.org/10.1111/1755-0998.13868

	Fish germ cell cryobanking and transplanting for conservation
	Abstract
	1|INTRODUCTION
	1.1|Emerging technologies for cryobanking and transplanting reproductive cells
	1.2|The importance of understanding the genomic context
	1.3|Mitigating biodiversity loss of culturally significant species: NZ threatened teleost fishes as a case study

	2|CLOSING REMARKS
	ACKNO​WLE​DGE​MENTS
	CONFLICT OF INTEREST STATEMENT
	DATA AVAILABILITY STATEMENT

	REFERENCES


